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I joined the „Momentum” Diabetes Research Group of 
Prof. Andrea Fekete as a postdoctoral researcher, a year 
ago. During my work, I deal with drug development 
and identify new mechanisms of action and therapeutic 
targets applicable to the multiorgan complications of 
diabetes. Our research focus is the Sigma-1 receptor and its 
signaling pathways. I am currently focusing on multiorgan 
complications caused by hyperglycemia, primarily eye and 
kidney damage in animal experiments and in vitro cell 
culture models.

TECHNIQUES AVAILABLE IN THE LAB

I have more than 10 years of experience in molecular 
biological methods (e.g.: Western blot, qPCR, ELISA, immuno-
cytochemistry, confocal microscope, flow cytometry, in 
vitro cell culture, techniques on cell lines, protein, DNA, 
RNA extraction, protein production in eukaryotic and 
prokaryotic organisms). We also use a significant part of 
them in our research.
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