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By analyzing large transcriptomic databases, it becomes possible to prioritize new oncology tar-
gets, ensuring that the most promising candidates advance to clinical trials while avoiding the

investigation of those likely to be ineffective.
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He has considerable experience in creating web-based bioinformatics
analysis portals for cancer researchers, which are now widely used. The
first such portal, the Kaplan-Meier plotter, was created in 2010 and is now
a leader in validating and ranking survival biomarkers. Another portal
compares cancerous, normal and metastatic tissue, using data from
60,000 samples to identify biomarkers. It has also created a portal for
the validation of predictive biomarkers with ROC curves and a new tool
for multiple hypothesis testing. His group has also performed several
in vitro studies to analyse prognostic and predictive biomarkers. They
have studied, among others, the relationship between TP53 mutation and
energy metabolism, genes involved in breast cancer, hereditary mutations
in colorectal cancer, and the role of DNA methylation. Next-generation
sequencing was used to evaluate the effects of clinical sampling and the
consequences of cell dispersion on tumour heterogeneity.

TECHNIQUES AVAILABLE IN THE LAB

« bioinformatics data analysis

- development of omics databases

- transcriptomic, proteomic and genomic data analysis methods
« web programming
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